mRNA expression Expression of DNases, caspases and DNA-driven genes in the basal, early spinous, late spinous and granular layers from mouse epidermis. Expression of the indicated DNase, caspase and DNA-driven genes using the public transcriptome dataset GSE75931 (Asare et al., 2017) . mRNA expression values are normalized fragments per kilobase of transcript per million mapped reads.
Supplementary Figure S1 . Figure S6 . Schematic diagram of DNA degradation in cornifying keratinocytes of the tongue. The interplay of DNase1L2 and Trex2 in DNA degradation during cornification of lingual keratinocytes is schematically summarized. The results of this study suggest that DNA is first fragmented by the endonucleolytic activity of DNase1L2 and subsequently degraded by the exonuclease Trex2. At least one more DNA fragmentation process (not depicted here) is active to generate DNA fragments with 3´-OH ends in Trex2 -/-Dnase1l2 -/-mice (Figure 3 ).
